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1 ATGGAGCAGC GGCCGCGGGG CTGCGCGGCG GTGGCGGCGG CGCTCCTCCT GGTGCTGCTG 

M E Q R P R^ _G _ C A A. V AAA L L L V L L 

61 GGGGCCCGGG CCCAGGGCGG CACTCGTAGC CCCAGGTGTG ACTGTGCCGG TGACTTCCAC 

G A R A QGG TRS PRCD C A G D F H 
121 AAGAAGATTG GTCTGTTTTG TTGCAGAGGC TGCCCAGCGG GGCACTACCT GAAGGCCCCT 

KKIG LFC CRG CPAG HYL KAP 
181 TGCACGGAGC CCTGCGGCAA CTCCACCTGC CTTGTGTGTC CCCAAGACAC CTTCTTGGCC 

CTEP CGN STC LVCP QDT FL A 
241 TGCGAGAACC ACCATAATTC TGAATGTGCC CGCTGCCAGG CCTGTGATGA GCAGGCCTCC 

W ENH HNS E C A RCQ A CD E QAS 
301 CAGGTGGCGC TGGAGAACTG TTCAGCAGTG GCCGACACCC GCTGTGGCTG TAAGCCAGGC 

-QVAL ENC SAV ADTR CGC KPG 
361 * TGGTTTGTGG AGTGCCAGGT CAGCCAATGT GTCAGCAGTT CACCCTTCTA CTGCCAACCA 
WFVE CQV SQ C VSS S PFY CQP. . 
; 421 TGCCTAGACT GCGGGGCCCT GCACCGCCAC ACACGGCTAC TCTGTTCCCG CAGAGATACT 

CLDC GAL HRH TRLL CSR RDT 
i 481 GACTGTGGGA CCTGCCTGCC TGGCTTCTAT GAACATGGCG ATGGCTGCGT GTCCTGCCCC 

DCGT CLP GFY EHGD GCV SCP 
\ 541 ACGAGCACCC TGGGGAGCTG TCCAGAGCGC TGTGCCGCTG TGTGTGGCTG GAGGCAGATG 
TSTL GSC PER CAAV CGW RQM 
601 TTCTGGGTCC AGGTGCTCCT GGCTGGCCTT GTGGTCCCCC TCCTGCTTGG GGCCACCCTG 
F )W V Q VLL AGL VVPL LLG ATL 
i 661 ACCTACACAT ACCGCCACTG CTGGCCTCAC AAGCCCCTGG TTACTGCAGA TGAAGCTGGG 

_T Y^ T Yj R HC WPH KPLV TA D EA(3 
^721 ATGGAGGCTC TGACCCCACC ACCGGCCACC CATCTGTCAC CCTTGGACAG CGCCCACACC 
MEAL TPP PAT HL SP LDS AHT 
781 CTTCTAGCAC CTCCTGACAG GAGTGAGAAG ATCTGCACCG TCCAGTTGGT GGGTAACAGC 

LLAP PD|S SEK I CTV QLV GNS 
841 TGGACCCCTG GCTACCCCGA GACCCAGGAG GOGCTCTGCC CGGAGGTGAC ATGGTCCTGG 

WTPG YP E T-QE ALCP QVT WSW 
901 G AC C AGTTGC CCAGCAGAGC TCTTGGCCCC GCTGCTGCGC CCACACTCTC GCCAGAGTCC 

DQLP S RA L G P A A A P T L S PES 
961 CCAGCCGGCT CGCCAGCCAT GATGCTGCAG CCGGGCCCGC AGCTCTACGA CGTGATGGAC 

P A G S P A M M L Q P G P Q L Y D V M D 
1021 GCGGTCCCAG CGCGGCGCTG GAAGGAGTTC GTGCGCACGC TGGGGCTGCG CGAGGCAGAG 

A V P. A R RW KEF V RTL G LR E A E 
1081 ATCGAAGCCG TGGAGGTGGA GATCGGCCGC TTCCGAGACC . AGCAGTACGA GATGCTCAAG 

I E A V E _ . V E I G R F R D Q Q Y E M L K 
1141 CGCTGGCGCC AGCAGCAGCC CGCGGGCCTC GGAGCCGTTT ACGCGGCCCT GGAGCGCATG 

RWRQ QQP AGL GAVY AA L ERM 
1201 GGGCTGGACG GCTGCGTGGA AGACTTGCGC AGCCGCCTGC AGCGCGGCCC GTGA 
GLD G C VE DLR S RL Q RGP . 
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